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« 5 samples consisting of one BCR/ABL1 negative sample and 4 BCR/ABL1 positive samples.
« Each sample would contain 2 internal control targets (ABL1 and BCR) at a constant concentration level resulting in
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material. This formulation should be compatible with most RT and PCR protocols. For example, if 4 pL of reference material is
used in a 20 pL RT reaction and 5 pL of the RT (cDNA) is transferred into the PCR (BCR/ABL1 Quant protocol), then 1 pL of the
reference material ends up in the PCR and the number of copies in the table is equivalent to the number of copies present in
the final PCR.
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